[bookmark: _Hlk118725250]Supplementary File 2. Cells, bacterial strains, and plasmids used in this study.

	Strain or plasmid
	Relevant properties a
	Reference

	D. discoideum
	
	

	Ax3
	Parental strain
	(Loovers et al., 2007)

	Δsey1
	Ax3, insertion in gene DDB_G0279823, BlsR
	(Hüsler et al., 2021)

	E. coli
	
	

	TOP10
	
	Invitrogen

	L. pneumophila
	
	

	ER01 (ΔlegG1)
	JR32 legG1::KanR
	(Rothmeier et al., 2013)

	GS3011 (ΔicmT)
	JR32 icmT3011::KanR
	(Segal and Shuman, 1998)

	JR32
	Derivative of wild-type L. pneumophila strain Philadelphia-1 (serogroup 1)
	(Sadosky et al., 1993)

	PS01 (ΔfadL)
	JR32 fadL::KanR
	This study

	Plasmids
	
	

	pAW016
	pDM323-calnexin-gfp, G418R, AmpR
	(Bärlocher et al., 2017)

	pBS001
	pDM317-gfp-sey1, G418R, AmpR
	(Steiner et al., 2017)

	pCM009
	pMMB207C-PflaA-gfp (ASV), CamR
	(Schell et al., 2016)

	pCR077
	pMMB207C-Ptac-RBS-dsred-RBS-MCS, CamR
	(Finsel et al, 2013)

	pDM317
	Dictyostelium expression vector, extra-chromo-somal, N-terminal GFP, G418R, AmpR
	(Veltman et al., 2009)

	pDM323
	Dictyostelium expression vector, extra-chromo-somal, C-terminal GFP, G418R, AmpR
	(Veltman et al., 2009)

	pDM329
	Dictyostelium expression/shuttle vector, extra-chromosomal, C-terminal GFP, G418R, AmpR
	(Veltman et al., 2009)

	pDM1042
	Dictyostelium expression vector, extra-chromo-somal, N-terminal mCherry, HygR, AmpR
	(Barisch et al., 2015)

	pDM1044
	Dictyostelium expression vector, extra-chromo-somal, C-terminal mCherry, HygR, AmpR
	(Barisch et al., 2015)

	pER005
	pCR077-M45-legG1, CamR
	(Rothmeier et al., 2013)

	pER017
	pDXA-gfp-legG1, AmpR
	(Swart et al, 2020)

	pHK101
	pDM317-gfp-plin, G418R, AmpR
	(Koliwer-Brandl et al., 2019)

	pHK102
	pDM1042-mCherry-plin, HygR, AmpR
	(Koliwer-Brandl et al., 2019)

	pHK121
	pDM323-amtA-gfp, G418R, AmpR
	(Koliwer-Brandl et al., 2019)

	pLAW344
	oriT (RK2), oriR (ColE1), sacB, CamR, AmpR
	(Wiater et al., 1994)

	pLS110
	pDM317-gfp-tubA, G418R, AmpR
	(Hüsler et al., 2021)

	pLS117
	[bookmark: _Hlk132815714]pDM317-gfp-legG1, G418R, AmpR
	This study

	pLS187
	pDM323-ranBP1-gfp, G418R, AmpR
	This study

	pLS221
	pDM1044-ranA-mCherry, HygR, AmpR
	This study

	pLS222
	pDM329-ranBP1-gfp, G418R, AmpR
	This study

	pNT28
	pMMB207C, ΔlacIq, Ptac-gfp (const.), CamR
	(Tiaden et al., 2007)

	pNP99
	pMMB207C, ΔlacIq, Ptac-mCerulean (const.), CamR
	(Steiner et al., 2017)

	pPS001
	pUC19, fadL::KanR
	This study

	pPS002
	pLAW344, fadL::KanR
	This study

	pPS003
	pMMB207C-PfadL-gfp (ASV), CamR
	This study

	pPS013
	pLAW344, fadL::KanR::fadL
	This study

	pSU17
	pDXA-HC-ranA-gfp, G418R, AmpR
	(Rothmeier et al., 2013)

	pSU26
	pDXA-HC-ranBP1-gfp, G418R, AmpR
	(Rothmeier et al., 2013)

	pSW001
	pMMB207C, ΔlacIq , Ptac-dsRed (const.), CamR
	(Mampel et al, 2006)

	pUC4K
	oriR (pBR322), AmpR, MCS::KanR
	Amersham, UK

	pUC19
	oriR (pBR322), AmpR
	(Norrander et al., 1983)

	pWS032
	pDM1044-P4CSidC-mCherry, HygR, AmpR
	(Steiner et al., 2017)

	pWS034
	pDM323-P4CSidC-gfp, G418R, AmpR
	(Welin et al., 2018)



a Abbreviations: Amp, ampicillin; Bls, blasticidin S; Cam, chloramphenicol; Hyg, hygromycin; Kan, kanamycin; G418, geneticin.
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