Supplementary file 3. dsRNAs used in this study.
	dsRNA
	dsRNA sequence

	dsGFP
	AAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCCTGACCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGGCGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACCCAGTCCGCCCTGAGCAAAGA

	dsCG5399-1
	ATGTGCAATAGTGCGATCATCTGCCTGGCAATCGTGGCCGCCGTGGCCTCCATCTCTCAGGTTTCGGCCCAAGCCCAAACAACGCCACAATCCTGCGCCCAAGCCACCGGCATTAGTTTTAACCAGACCGCT

	dsCG5399-2
	TTTAGTGGTCAGTGGGTCGAGTTGGCCCGCAATCCCGCCTCAAATGTCTCCTGCATTTCCCTTAACGTGGCTTTCTGGAACAACAACAATTACATGCTGGTCAATGTCAGCCATTCAAGCAATGTCGCCTCCACTTTGGTGGACGTCTATGAAACTGCGAATATCACGCTGGTGGAGAACAACCTCAGCGGATACAATGTCACCCTGGTGAATGGCCAGAAGCAGGAGTACGTCTTCGTGAAGTTGCTTAGCTTTGTGAACTCCACCTATCTGGTTGGATGCACCTACACCAATGCTACCAACACATCAACCAGTGCTGGTTTTATTCTGGGTAGGTCCACCTATACTCCGGAAGGCGTAAGGATTGCCAACAATGATGCCTCCGTGTCCTTCAGCAATTTCCAGAACAACACCTACGGCAATGTCACTCAGTTGGA

	dsPi3K92E-1
	CCTACCGCGGATGACACGCCTCTGCATTGTGATCTTCGAGGTGACCAAGATGTCGCGCTCGAAGAAATCGTCCAACAATAAGGACATCGCTCTGAAAGACGTCCCGTACAACAAAAACCCGCTGGCCTGGGTCAACACAACAATTTTCGACCACAAGGACATCCTGCGCACCGGTCGCCATACGCTGTACACGTGGACGTATGCTGACGACATTCAGTCGGTTGAGGTTTTCCATCCGCTGGGCACCATCGAACCCAATCCGCGCAAAGAGGAATGTGCGCTGGTGGACCTCACATTCCTCAGCAGCGGAACCGGAACGGTGCGGTATCCCAGCGAGGAGGTCGTGTTGCAGTACGCTGCGGATCGAGAGCAGGTCAATCGACTGCAACGGCAACTGGCAGGGCCAGAAAAGCCGATCAAAGAACTGAAGGAGCTTATGGCCAATTATACAGGACTGGATAAGATCTATGAGATGGTTGACCAGGACCGCAATGCCATT

	dsPi3K92E-2
	AGAGATTGGCGTGCTGATTTAAATGGAAAACTTTGAAAACAACAATCTGTTGATAAGGTAACCAGCGAAATGCGGGACAACTAGCCTCCGTAGCCTGAAAGAGGCCATTGAAAAGTCTAATTAGGAGGAGCTGGTGATCCTCAAGATCCGAGGCACCAGATCCAAAATCCGAACTTGAAGATCAAATAGTCATGAACATGATGGACAACCGGGCGTTGGCCTACGTGGCCCACCAGCCCAAGTATGAGACACCGCCGGAAGAAGCGGAGCCGCCCTGCATGCGCTTTTCGGTTAACCTGTGGAAAAACGAGATGCTGAACTGGGTGGACCTAATCTGCCTGTTGCCCAATGGATTCCTGCTGGAGCTCAGGGTCAATCCGGCCAACACCATCCAGGTAATCAAGGTGGAGATGGTCAACCAGGCCAAACAGATGCCACTGGGCTATGTGATCAAAGAGGCCTGCGAGTACCAGGTGTACGGCATCTCGACCTTCAACATCGAACCTTACACCGACGAAACGAAGCGACTCAGTGAGGTC

	dsInR-1
	GCCATGGAAAATGACCTGCCAGCCACAACGCCTACCAAGAAAATATCAGATCCTTTAGCAGGCGACTGTAAGTGCGTGGAGGGTTCGAAGAAGACTAGCAGTCAGGAATACGATGATCGTAAAGTTCAAGCGGGCATGGAGTTTGAGAACGCGTTGCAAAACTTTATATTTGTTCCAAACATTCGGAAAAGCAAGAATGGATCGTCTGACAAATCAGACGGAGCGGAAGGTGCAGCTCTCGATTCTAATGCTATTCCAAATGGAGGAGCTACTAACCCTTCACGTAGAAGGAGAGACGTTGCGCTCGAGCCAGAGCTCGACGATGTAGAGGGCAGTGTACTTCTACGCCATGTGCGCTCCATCACAGACGATACCGATGCATTTTTCGAAAAGGACGACGAAAATACCTATAAAGACGAAGAAGACTTGTCCTCCAACAAACAATTCTATGAGGTGTTTGCCAAGGAATTGCCACCAAATCAAACACATTTTGTCTTTGAAAAACTGCGCCACTTCAC

	dsInR-2
	GGAACAGCCGTTCTCAATGTCACATTACAATCAGTGGGAGCAAACTCCGCTATGCTGAACGTCACGACAAAAGTTGAAATAGGAGAGCCCCAAAAGCCGAGCAATGCTACAATTGTTTTTAAGGATCCGCGCGCCTTCATCGGTTTCGTGTTTTATCATATGATCGATCCGTACGGGAACTCAACTAAAAGCAGTGACGATCCATGCGATGATCGCTGGAAGGTTAGCTCTCCGGAAAAGAGCGGGGTCATGGTATTAAGCAATTTGATTCCGTACACTAACTACTCCTACTACGTTCGGACCATGGCTATATCCTCGGAATTGACAAACGCGGAGAGCGACGTGAAGAACTTTAGGACGAATCCCGGACGACCGTCAAAGGTTACGGAGGTGGTAGCAA

	dsPvr-1
	TCGGGTCATTACAACGTTCAGGAATATGCCAATCGCACGATCCAAATGACCGCGAACTTTGAGGGATTTCCGACGCCCTCCTTCAGTTGGTTCAAACCCGATGGCACCGAGGTGCGACAATCGGAGAATAACTTCAAGATTCTCTCCACGGAATTGAGCACAATGCTCCAGGTGCTGAACGCCCAATTGCAGGACAGCGGCACGTATGTCCTCCGTGGATCCAATTCCTTCGGCGTCGTTCAGCGGGAGTACAACGTCAGTGTGATGGACGCACCGGCGCTGAAGATGTCGGACGCCTATGTCCAGGTGGGATCCGTGGCGCGACTGGAGTGCACAGTACGCTCCTATCCGCCGGCTATCGTGACCTTCTT

	dsPvr-2
	CAGCAGCCGGGAGATAGACTTGTACGTCCACGATCCCTCTGCTCCTCAGTGGACAAACGGCGGACAGGAGGGTCACTCGAAAATAAAGCGCAAACTAAGCCAAACGCTGGAGCTGGAGTGTGCCTCCACAGCGGTTCCCGTGGCAATTGTGCGTTGGTTTAAGGACGACAAGGAAGTGACCGAATCAAAGCTCAGGCACATCATTGAAAAGGAATCCAAGCTGCTGATCACTCACCTGTATCCCGGAGATGAAGGCGTCTACAAGTGTGTGGTGGAGAACCGATTGGACAGAATCGAACGCTCCTTCACGGTAGTGATATCAGATCTGCCCGGCATTAGCATGGCCTGGGTGTGGTTCGGTGTGATACTATTCCTCATCCTGATCGGTCTGTGCGTCTTCCTCGCCGTGCGCTACCAGAAGGAGCACAAGCGGCATCTGGCCCTTAAGGCAGCCGGATTGGCCAACTTCGAGGAGGGCGCCGTGGGACACATCAATCCCGATCTGAC

	dsFlo1-1
	TACCTGAGGTCATTGGGTATGGCCCGCACGGCGGAGGTGAAGCGCGATGCCCGCATTGGCGAGGCTGAGGCCCGAGCGGAGGCCCACATTAAGGAGGCCATTGCCGAGGAGCAACGCATGGCCGCACGCTTCCTCAACGATACCGATATTGCCAAGGCCCAGCGCGACTTTGAGCTGAAGAAGGCAGCATACGATGTGGAAGTGCAGACCAAAAAGGCCGAGGCCGAGATGGCCTACGAGCTGCAAGCGGCCAAGACCAAGCAGCGCATCAAGGAGGAGCAGATGCAGGTGAAGGTGATCGAGCGCACGCAGGAGATTGCCGTCCAGGAGCAGGAGATCATGCGCCGCGAGCGAGAGCTGGAGGCCACCATCCGCCGACCGGCCGAGGCGGAGAAGTTCCGCATGGAGAAATTGGCCGAGGCCAACAAGCAGCGCGTGGTCATGGAAGCCGAG

	dsFlo1-2
	CCAGGTAGAGAGTCCTTGCGTGTACACCAGCCAAGGAGTGCCCATCTCGGTGACAGGCATTGCACAGGTGAAGGTCCAGGGTCAGAACGAGGACATGCTGCTGACCGCCTGTGAGCAGTTCTTGGGCAAATCAGAGGCAGAGATCAACCACATCGCCTTGGTCACCCTGGAGGGGCATCAGCGTGCCATCATGGGTTCGATGACCGTGGAGGAGATCTACAAGGACCGCAAGAAGTTCAGCAAGCAGGTGTTTGAGGTGGCCTCCAGCGATTTGGCCAACATGGGAATAACCGTGGTTTCCTACACCATC

	dsFlo2-1
	TGCTGTGGATCGACCAAGAAGCGCACGATTGTGGGCGGCTGGGCGTGGGCGTGGTGGCTGGTAACCGATGTCCAGCGACTGTCCCTCAATGTGATGACCCTGAATCCGATGTGCGAGAATGTGGAAACGTCGCAAGGTGTTCCGCTAACGGTGACCGGAGTGGCTCAATGCAAGAT

	dsFlo2-2
	GCGAGGTGGCCGCACCGGACGTGGGTCGTATGGGCATCGAGATTCTCTCGTTTACGATCAAGGACGTCTACGATGATGTGCAGTACCTGGCCTCGTTGGGCAAGGCCCAGACCGCCGTGGTCAAGCGGGATGCAGATGCCGGCGTGGCGGAGGCCAATCGAGATGCCGGTATCCGTGAGGCGGAGTGCGAAAAGAGCGCCATGGATGTGAAATACTCGACGGACACGAAAATCGAGGACAACACCAGGATGTACAAGCTGCAGAAGGCCAATTTCGATCAGGAGATCAACACGGCCAAGGCCGAATCGCAGTTGGCCTACGAGCTGCAGGCAGCCAAGATCCGCCAGCGCATCCGTAACGAGGAGATTCAGATCGAGGTGGTGGAGCGACGCAAGCAGATCGAGATTGAGTCGCAGGAAGTGCAGCGCAAGGATCGCGAGCTCACTGGCACAGTCAAGCTGCCCGCCGAGGCCGAGGCCTTCCGCCTCCAGACCCTTGCGCAGGCCA

	dsChc-1
	TGTGCGAAAGTTCAACAAGCTCTTTACAGCCGGCCAGTATGCTGAAGCGGCTAAAGTTGCTGCCCTGGCACCCAAGGCCATTCTGCGTACGCCACAGACGATCCAGCGTTTCCAACAGGTGCAGACACCAGCTGGCTCCACGACTCCGCCGCTGCTGCAATACTTTGGCATTCTCCTCGACCAGGGCAAGCTGAACAAGTTCGAGTCTCTCGAGCTGTGCCGTCCCGTCTTGCTGCAGGGCAAGAAGCAGCTGTGCGAGAAGTGGCTGAAGGAGGAGAAGTTGGAATGCAGCGAGGAGTTGGGTGATCTGGTCAAGGCCTCCGATCTTACACTTGCCCTGTCCATCTATCTGCGCGCAAATGTGCCCAACAAGGTTATCCAATGCTTTGCTGAGACTGGGCAGTTCCAGAAGATTGTACTCTACGCCAAGAAGGTCAACTATACGCCCGATTACGTGTTCCTGCTGCGCTCCGTGATGCGAAGCAACCCGGAGCAAGGAGCTGGTTTCGCCTCTATG

	dsChc-2
	CCCGAACGGGTGAAGAACTTCTTGAAGGAGGCCAAGCTGACGGATCAGCTACCATTAATTATTGTTTGTGATCGTTTTGATTTCGTGCACGACTTGGTGCTTTACCTGTATCGTAACAATCTGCAGAAGTACATTGAGATCTATGTGCAGAAAGTGAATCCATCCCGCTTGCCAGTGGTAGTGGGTGGTCTTCTTGATGTTGATTGCAGTGAGGATATAATTAAAAATCTAATTCTCGTGGTCAAGGGACAATTCTCAACCGACGAACTGGTCGAGGAGGTCGAGAAGCGCAACCGTCTCAAGCTTCTCCTTCCCTGGCTGGAGTCCCGAGTTCACGAGGGCTGCGTCGAGCCAGCCACCCACAACGCGTTGGCCAAGATCTACATTGACTCGAACAACAATCCCGAGAGATATCTTAAGGAGAATCAGTACTACGATAGCCGTGTGGTCGGTCGCTACTGCGAGAAGCGGGATCCCCATTTGGCGTGTGTCGCCTACGAGCGTGGATTGTG
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