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1 2,1502,1002,0502 K1,9501,9001,8501,8001,7501,7001,6501,6001,5501,5001,4501,4001,3501,3001,2501,2001,1501,1001,0501 K95090085080075070065060055050045040035030025020015010050

Sequence

144

(U) BLAST Results for: XM_008209455:PREDICTED: Nasonia vitripennis...

4,3504,3004,2504,2004,1504,1004,0504 K3,9503,9003,8503,8003,7503,7003,6503,6003,5503,5003,4503,4003,3503,3003,2503,2003,1503,1003,0503 K2,9502,9002,8502,8002,7502,7002,6502,6002,5502,5002,4502,4002,3502,3002,250

Sequence

(U) BLAST Results for: XM_008209455:PREDICTED: Nasonia vitripennis...

6,5126,4006,3506,3006,2506,2006,1506,1006,0506 K5,9505,9005,8505,8005,7505,7005,6505,6005,5505,5005,4505,4005,3505,3005,2505,2005,1505,1005,0505 K4,9504,9004,8504,8004,7504,7004,6504,6004,5504,5004,450

Sequence

324

XM_031931029.2

(U) BLAST Results for: XM_008209455:PREDICTED: Nasonia vitripennis...
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