UMAP_2

nFeature_ RNA

10
4000 o
3000 &
2000 = ]
1000

-10-

nCount_ RNA

Adgret
Cd68 [
Siglech 4 [ ]
Clec4d [ ]
Csf3r- o
Cd3d q
Cdsa .
Cd4 4 [ )
Foxp3
Gzma
Ner1 4

Cd79a
Ms4at {
Fcertaq
Mcpt8 4
Tnnt3 4
Myh4 4
Pax7 4
Myf5

Features

Acta2 4
Coltat 4
Cdh5 4
Fabp4 4
Sox10
S100b 1
Hba-a2 4
Hbb-bs 4

eDeo
[}

Average Expression
25
2.0
15
1.0
0.5
0.0
-0.5
Percent Expressed
-0
e 25
® 50

® 75
@ 100

@ & N
&
& & &
K & &
@,‘,0‘ O ¥

> & > Q& @ O
& & & S &FF

Identity

20000
15000
10000
5000

Figure 5 — Figure Supplement 1. Quality control metrics for single cell sequencing after VML injury and
treatment with Maresin 1. A) UMAP plots colored by the number of genes per cell (left) and the number of unique

molecular identifiers per cell (right). B) Dot plot of known marker gene expression for each cell type.



