
Table S2: Strains, plasmids, and oligonucleotides 

Name   Description       Source 

Bacterial Strains 

Vibrio cholerae1 

E7946    Wildtype Vibrio cholerae El Tor Ogawa derivative, SmR (1) 

E7946 hapR  E7946 derivative lacking hapR     This work 

E7946 crp   E7946 derivative lacking crp     This work 

E7946 hapRcrp  E7946 derivative lacking hapR and crp    This work 

E7946 ∆luxO  E7946 derivative lacking luxO     This work  

E7946 ∆hapR  E7946 derivative hapR::SpecR     This work  

E7946 ∆luxO∆hapR E7946 derivative lacking luxO, hapR::SpecR   This work  

E7946 ∆murP  E7946 derivative lacking murP       (2) 

       

Escherichia coli 

DH5α   fhuA2 Δ(argF-lacZ)U169 phoA glnV44 Φ80 Δ(lacZ)M15  NEB 

   gyrA96 recA1 relA1 endA1 thi-1 hsdR17  

T7 Express  fhuA2 lacZ::T7 gene1 [lon] ompT gal sulA11 R(mcr-73::mini NEB 

   Tn10--TetS)2 [dcm] R(zgb-210::Tn10--TetS) endA1 Δ(mcrC- 

mrr)114::IS10 

JCB387   ΔnirB, ∆lac       (3) 

S17 pir  lacU169 (lacZM15), recA1, endA1, hsdR17, thi-1, gyrA96,  (4) 

   relA1, pir  

Plasmids 

pSR    pBR322-derived plasmid. Features cloning site upstream  (5) 

   λoop transcription terminator. AmpR  

pRW50T  A broad-host range lacZ expression vector encoding oriT (6) 

   of pRK, TetR, Tra+ 

pAMNF  Plasmid for basal expression of N-terminal 3xFLAG-tagged  (7) 

proteins, KanR   

pAMCF  Plasmid for basal expression of C-terminal 3xFLAG-tagged  (7) 

proteins, KanR       

pRK2013  Helper plasmid for conjugation, KanR, oriColE1, RK2-, Mob+,  (8) 

Tra+  

pKAS32  Suicide plasmid for mutant strain construction, AmpR  (9) 

 

Oligonucleotides2,3 

Oligonucleotides for cloning hapR or luxO (5' to 3') 

hapR|pAMNF|fwd  GGCTGCGGTACCATGGACGCATCAATCGAAAAACGC This work 

hapR|pAMNF|rev  GCCCGAAGCTTCTAGTTCTTATAGATACACAGCATAT This work 

TGAGG 



luxO|pAMCF|fwd  GGCTGCGGTACCATGGTAGAAGACACGGCGTCGGTG This work 

GCGGCGCTGTATCGTTCTTACCTCACACCGCTGGATA 

TTGATATCAATATCGTGGGTACGGGAC 

luxO|pAMCF|rev.1  ATCGCGTCCCGTACCCACGATATTG   This work 

luxO|pAMCF|rev.2  GCCCGAAGCTTCCGTTCCTTCTCTTTTTCTTTCAC  This work 

Oligonucleotides for cloning regulatory regions in pRW50T and pSR (5' to 3') 

PmurQ|fwd   AAAAGAATTCCACCAATCTGGCGGCCACTC  This work 

PmurQ|rev   TTTTAAGCTTCATAAGGCTTCTCGGCAAAT  This work 

PhapR|fwd   AAAAGAATTCCATACCATTCTCGTTGTGTT  This work 

PhapR|rev   TTTTAAGCTTCATAGGGGTATATCCTTGCC  This work 

PVC0585|fwd   AAAAGAATTCCATAGGGGTATATCCTTGCC  This work 

PVC0585|rev   TTTTAAGCTTCATACCATTCTCGTTGTGTT   This work 

PVC0502|fwd   AAAAGAATTCGACAAAAGTTTGTTGCCCGC  This work 

PVC0502|rev   TTTTAAGCTTCATAGTATTGGCTTTGGCAT   This work 

PmutH|fwd   AAAAGAATTCACCAGACCACATGAAGATCC  This work 

PmutH|rev   TTTTAAGCTTCATAAAGGCTTTCGGTTTGG  This work 

PleuO|fwd   AAAAGAATTCTAATGAACTGACTAACTCA   This work 

PleuO|rev   TTTTAAGCTTCATTGCGTCTTTTTTATCT   This work 

PVC0433|fwd  AAAACAATTGTACCTGCAACTTCAAGTAGT  This work 

PVC0433|rev   TTTTAAGCTTCATTATTTTTTAATCACCAA   This work 

PVC0241|fwd  AAAAGAATTCCTATAGATGCGAACAGTTGC  This work 

PVC0241|rev   TTTTAAGCTTCATAGTATGCTGACTACTGC  This work 

PrfaD|fwd  AAAACAATTGCATAGTATGCTGACTACTGC  This work 

PrfaD|rev   TTTTAAGCTTCATTATGAATTCCTATAGAT   This work 

PVC0620|fwd   AAAAGAATTCAAACCGTACCCGTTTTGCGAG  This work 

PVC0620|rev   TTTTAAGCTTACTAGTAAGGAACAGCTATG  This work 

PVC0688|fwd   AAAAGAATTCCATAGCGTTTGTCCTTTTGT  This work 

PVC0688|rev   TTTTAAGCTTCATTACTATCCATTTTTTCA   This work 

PVC1298|fwd   AAAAGAATTCCATAAACTCTTTGTATAATT  This work 

PVC1298|rev   TTTTAAGCTTCATGATAGTTTTGTAATTAT   This work 

PVC1375|fwd  AAAACAATTGCATCCACTTCTTCCTTATTA  This work 

PVC1375|rev   TTTTAAGCTTCATATCAAAAGTGGTTGGGA  This work 

PVC1376|fwd  AAAACAATTGCATATCAAAAGTGGTTGGGA  This work 

PVC1376|rev   TTTTAAGCTTCATCCACTTCTTCCTTATTA   This work 

PVC1403|fwd   AAAAGAATTCCATTTTTTGGGTAATCGATA  This work 

PVC1403|rev  TTTTGGATCCCATGGAAAACCTCGTTGTTT  This work 

PVC1405|fwd   AAAAGAATTCCATGGAAAACCTCGTTGTTT  This work 



PVC1405|rev  TTTTGGATCCCATTTTTTGGGTAATCGATA  This work 

PVC1436|fwd   AAAAGAATTCCCAATTCGTAAAGAAGCTAA  This work 

PVC1436|rev  TTTTGGATCCCATATCTGCTGAGGCTTTAG  This work 

PVC2352|fwd   AAAAGAATTCTCAGCACAATATCTCGCGCC  This work 

PVC2352|rev   TTTTAAGCTTCATGCCGATGAGGCTCATAA  This work 

PVCA0218|fwd   AAAAGAATTCCATATAAACCTCACTGACTC  This work 

PVCA0218|rev   TTTTAAGCTTCATCGTTTACTTCTTATCAT   This work 

PVCA0219|fwd   AAAAGAATTCCATCGTTTACTTCTTATCAT  This work 

PVCA0219|rev   TTTTAAGCTTCATATAAACCTCACTGACTC  This work 

PVCA0662|fwd   AAAAGAATTCTCAGTTTGTAAATTGAGGAA  This work 

PVCA0662|rev   TTTTAAGCTTCATATCAAATATGAATCCTT   This work 

PVCA0663|fwd   AAAAGAATTCCATATCAAATATGAATCCTT  This work 

PVCA0663|rev   TTTTAAGCTTCATGGTGTTACCTACTTGTT   This work 

PVCA0906|fwd   AAAAGAATTCATTTTTATCCTGACCCCATA  This work 

PVCA0906|rev  TTTTGGATCCCATGCCTACGCCTATCGCCG  This work 

PVCA0960|fwd   AAAAGAATTCCATCATGAGTTATATTTACA  This work 

PVCA0960|rev   TTTTAAGCTTCATCCCTCAATCCTCAGTTT   This work 

PVCA0961|fwd   AAAAGAATTCCATCCCTCAATCCTCAGTTT  This work 

PVCA0961|rev   TTTTAAGCTTCATCATGAGTTATATTTACA   This work 

 

Oligonucleotides for sequencing cloned DNA in plasmid constructs (5' to 3') 

pRW50|seq|fwd  GTTCTCGCAAGGACGAGAATTTC     This work 

pRW50|seq|rev   GTCGTTGAACTGAGCCTGAAATTCAGG    This work 

pSR|seq|fwd   GTGCCACCTGACGTCTAAGAAACC    This work 

pSR|seq|rev   GCAACCGAGCGTTCTGAACAAATCC    This work 

pAM|seq|fwd   ATTTATTCCAATGTCACACACTTTTCGC    This work 

pAM|seq|rev   GAAACGCCGTAGCGCCGATGGTAGT    This work 

 

Oligonucleotides for amplifying DNA for radio labelling (5' to 3') 

pSR|footprinting|fwd  [BIOTIN]-CACGAGGCCCTTTCGTCTTCTC   This work 

pSR|footprinting|rev  GGAGTTCTGAGGTCATTACTGGAG   This work 

pSR|footprinting|rev  CACGAGGCCCTTTCGTCTTCTC    This work 

pSR|footprinting|rev  [BIOTIN]-GGAGTTCTGAGGTCATTACTGGAG  This work 
 

Oligonucleotides for cloning DNA fragments in pKAS32 (5' to 3') 

pKAS32|fwd   GCAGGCACAAGCGGCCGCCTGCAGCTGGCGCCA  This work 

TCGATACGCGTACGTCG 

pKAS32|rev  CACGGTTTCATTAACAACCGGTACCTCTAGAACT This work 



ATAGCTAGCATGCGCAAATTTAAAGCGCTG  This work 

crp|arm|up|fwd   CGGTTGTTAATGAAACCGTGGATATTAAATGC  This work 

crp|arm|up|rev   ATCGGGGCACCTAGCCGATTTTTCCGGTTTC  This work 

crp|arm|down|fwd  AATCGGCTAGGTGCCCCGATAACCCGTC   This work 

crp|arm|down|rev  AGGCGGCCGCTTGTGCCTGCGCAGCCAA   This work 

hapR|arm1|fwd   CTAGAGGTACCGGTTGTTAATCCCAACCCCGATT This work 

GGTAATC 

hapR|arm1|rev   TGTGTTTCATTTTCTTGGGCAGCACAAAG   This work 

hapR|arm2|fwd   GCCCAAGAAAATGAAACACACAGTTGAAGTC  This work 

hapR|arm2|rev   CGCCAGCTGCAGGCGGCCGCTATGCGGTCGATGT This work 

GCTGA 
 

Oligonucleotides for mutagenesis of crp or hapR (5' to 3') 

hapR|R123E|fwd TGCTTCAACCGAGGACGAAGTTTGGC   This work 

hapR|R123A|fwd TGCTTCAACCGCTGACGAAGTTTGGCC   This work 

hapR|R123|rev  CTCCACTCAAACCAGACTTTG    This work 

crp|E55R|fwd  GATCAAAGATCGTGAAGGTAAAGAGATGATTCTC This work 

cpr|E55A|fwd  GATCAAAGATGCGGAAGGTAAAGAGATGATTC  This work 

crp|E55|rev  AGTACCGCAACTGAACCT     This work 

 

1E7946 luxO, hapR, luxOhapR and murP derivatives are synonymous with strains SAD764, 

SAD793, TND3765 and SAD268. 

2sequences in italic are sites for restriction endonucleases for use during cloning  

3underlined sequences encode amino acid substitutions or remove unwanted sites for restriction 

endonucleases 
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