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INFORMATION
Order No. HC00683860
Date 2023.04. 14
Sample Type Cell line

METHOD

= The AmpFISTR® Identifiler® PCR Amplification Kit is a short tandem repeat (STR) multiplex assay that
amplifies 15 tetranucleotide repeat loci and the Amelogenin gender-determining marker in a single
PCR amplification:

- All thirteen of the required loci for the Combined DNA Index System (CODIS) (Budowle et al., 1998).
- Two additional loci, D251338 and D19S433.

= We use Applied Biosystems® 3730/3730xI DNA Analyzer and analyze data using GeneMapper ID v3.2.
For reliability, Positive (DNA9947A) and Negative are used together during the test.

= We do experiment based on the Genotype Identification Kit of ABI which is international standard
method, and we also obtained a method using PowerPlex21 of Promega to secure diversity.
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ACTTGTA
CTGTCAG
[ 2 TGATCTA
TTGTCAT
GTCATTA

DNA PCR Sequencing Alleles Profile
extraction amplification analysis (STR analysis)

NOTE

= Cell line authentication?
Cell line authentication Service is genetic analyzing service using Multiplex-PCR Kit which is comprised of

STR(Short Tandem Repeat) loci.

= STR Marker Information (AmpFISTR®Identifiler® PCR Amplification KIT)

Chromosomal Repeat Sequence
Location 5'>3’

B
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STR Locus Size Range
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Cell line authentication
Result Report

Do date. 2023.04. 14 Method A-STR Genotyping analysis, 3730XL DNA analyzer

Reagent AmpFISTR®Identifiler® KIT Percent Match 100 %
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D251338

D55818

D19S433

Interpretation of Results

* Reference : ICLAC - Match Criteria for Human Cell Line Authentication

Is the percent match result in the range 0 - 55% ?

* This result is consistent with the two samples being unrelated (different donors)

Is the percent match result in the range 56 - 79% ?

* This result is indeterminant and may need further testing

Is the percent match result in the range 80 - 100% ?

* This result is consistent with the two samples being related (same donor)
S

2023.04.14

*This report is for research purposes only Laboratory Director  YongJin Yang



Raw Data Guide

(@ sample name

(2) STR amplification kit
(3) STR marker

@ X axis: Fragment size
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(5 Y axis: Relative fluorescence units (RFU)

(6) STR repeat number (13 = 13 repeats)

(@) Decimal point (9.3 = ATGC ATGC .... ATGC ATG)
sex determining marker (Female: XX / Male: XY)

> Applied
A‘B Big?ystems

GeneMapper ID v3.2

®

—@

Sample Name Panel Saﬂ sQ —
[TPositive | Identifiler v1__| m
I D8S1179 | 021511 ] [ D75820 | [ CSFiPO__|
( 4) { 100 150 200 250 300 350
3600
2700
1800 @
900
A A A AA AA l A
— = e = e
6) [h3] 30/ 101 [1012
Positive Identifiler_v1 B
D3S1358 [ THO1 [ | D138317 [ D16S539 [ D2S1338 |
100 150 200 250 300 350
3600
2700
1800
ol s ” A A oy AA ¥ }L A
i e === =i i =
145 [89.3] 1 112 19 [23]
Positive Identifiler_v1 [
VWA TPOX [ D18S51 1
100 150 200 250 300 350
3200
2400
1600
. u L
0 == Ab_ =) Ad _AA k e A
145| 178 8| 18] [19]
Positive Identifiler_v1 fi]
[ [ D5S818 ] [ FGA
100 150 200 250 300 350
4400
3300
2200
1100 J 1
2 ST —— A A A .!
® [x] 11 234

CES

CAPILLARY
ELECTROPHORESIS
SEQUENCING



Humanizing Genomics CES

m q C ro g e n gf:él}lﬁ?;HORESIS

SEQUENCING

10F, 254, Beotkkot-ro Geumcheon-gu, Seoul, Republic of korea (Gasna-dong, World Meridian |)

Macrogeninc.  1p'. . 822-2180-7134 / E.mail : hg1427@macrogen.com




