Supplementary File 1: Amino acid sequences of recombinant proteins used in this study. 
	Construct name
	Description
	Plasmid Identity
	Sequence
	Source or reference

	GST-ICD
	GST-thrombin-TEV-ceHPO-30 ICD (a.a. 229-279)
	pDK079
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSM
	Zou, 2018

	GST-ICD ∆1
	GST- thrombin-TEV-ceHPO-30 ICD Ala 229-233
	pDK325
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMAAAAAHDVCCTSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSM	
	Zou, 2018

	GST-ICD ∆2
	GST- thrombin-TEV-ceHPO-30 ICD Ala 234-238
	pDK326
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAAAAAATSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSM
	Zou, 2018

	GST-ICD ∆3
	GST- thrombin-TEV-ceHPO-30 ICD Ala 239-243
	pDK327
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCAAAAAYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSM	
	Zou, 2018

	GST-ICD ∆4
	GST- thrombin-TEV-ceHPO-30 ICD Ala 244-248
	pDK328
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEAAAAAKWKNNGLILKTGRVNHQSHRPFVVIDDDSSM	
	Zou, 2018

	GST-ICD ∆5
	GST- thrombin-TEV-ceHPO-30 ICD Ala 249-253
	pDK329
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEYREQTAAAAAGLILKTGRVNHQSHRPFVVIDDDSSM	
	Zou, 2018

	GST-ICD ∆6
	GST- thrombin-TEV-ceHPO-30 ICD Ala 254-258
	pDK330
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEYREQTKWKNNAAAAATGRVNHQSHRPFVVIDDDSSM
	Zou, 2018

	GST-ICD ∆7
	GST- thrombin-TEV-ceHPO-30 ICD Ala 259-263
	pDK331
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEYREQTKWKNNGLILKAAAAAHQSHRPFVVIDDDSSM
	Zou, 2018

	ICD-GST
	ceHPO-30 ICD (a.a. 229-279)-GG-3C-GST
	pDK238
	MTSKHAHDVCCTSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSMGGLEVLFQGPMSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPK
	This paper

	ICD ∆8 – GST
	ceHPO-30 ICD Ala 264-268
	pDK257
	MTSKHAHDVCCTSRKEYREQTKWKNNGLILKTGRVNAAAAAPFVVIDDDSSMGGLEVLFQGPMSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPK
	This paper

	ICD ∆9 - GST
	ceHPO-30 ICD Ala 269-273
	pDK258
	MTSKHAHDVCCTSRKEYREQTKWKNNGLILKTGRVNHQSHRAAAAADDDSSMGGLEVLFQGPMSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPK
	This paper

	ICD ∆10 - GST
	ceHPO-30 ICD Ala 274-279
	pDK259
	MTSKHAHDVCCTSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIAAAAAAGGLEVLFQGPMSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPK
	This paper

	GST-ICD ∆11
	GST- thrombin-TEV-ceHPO-30 ICD GGS 249-258
	pDK332
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEYREQTGGSGGSGGSGTGRVNHQSHRPFVVIDDDSSM
	Zou, 2018

	GST-ICD ∆12
	GST- thrombin-TEV-ceHPO-30 ICD GGS 264-273
	pDK333
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEYREQTKWKNNGLILKTGRVNGGSGGSGGSGDDDSSM
	Zou, 2018

	GST-ICD ∆13
	GST- thrombin-TEV-ceHPO-30 ICD GGS 264-275
	pDK334
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEYREQTGGSGGSGGSGGSGGSGGSGGSGGSGGSDSSM
	Zou, 2018

	GST-ICD ∆14
	GST- thrombin-TEV-ceHPO-30 ICD GGS 229-248
	pDK335
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMGGSGGSGGSGGSGGSGGSGGKWKNNGLILKTGRVNHQSHRPFVVIDDDSSM
	Zou, 2018

	GST-ICD black
	GST-thrombin-TEV-ceHPO-30 ICD Y245I F271L
	pDK356
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEIREQTKWKNNGLILKTGRVNHQSHRPLVVIDDDSSM
	This paper

	GST-ICD black W22L
	GST-thrombin-TEV-ceHPO-30 ICD Y245I W251L F271L
	pDK357
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEIREQTKLKNNGLILKTGRVNHQSHRPLVVIDDDSSM
	This paper

	GST-ICD black W22M
	GST-thrombin-TEV-ceHPO-30 ICD Y245I W251M F271L
	pDK358
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEIREQTKMKNNGLILKTGRVNHQSHRPLVVIDDDSSM
	This paper

	GST-ICD black W22I
	GST-thrombin-TEV-ceHPO-30 ICD Y245I W251I F271L
	pDK359
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEIREQTKIKNNGLILKTGRVNHQSHRPLVVIDDDSSM
	This paper

	GST-ICD black W22P
	GST-thrombin-TEV-ceHPO-30 ICD Y245I W251P F271L
	pDK360
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEIREQTKPKNNGLILKTGRVNHQSHRPLVVIDDDSSM
	This paper

	GST-ICD black W22H
	GST-thrombin-TEV-ceHPO-30 ICD Y245I W251H F271L
	pDK361
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEIREQTKHKNNGLILKTGRVNHQSHRPLVVIDDDSSM
	This paper

	GST-ICD black W22R
	GST-thrombin-TEV-ceHPO-30 ICD Y245I W251R F271L
	pDK362
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEIREQTKRKNNGLILKTGRVNHQSHRPLVVIDDDSSM
	This paper

	ICD black W22R
	MBP-TEV-ceHPO-30 ICD Y245I W251R F271L, MBP tag removed by TEV cleavage
	pDK371
	MKIEEGKLVIWINGDKGYNGLAEVGKKFEKDTGIKVTVEHPDKLEEKFPQVAATGDGPDIIFWAHDRFGGYAQSGLLAEITPDKAFQDKLYPFTWDAVRYNGKLIAYPIAVEALSLIYNKDLLPNPPKTWEEIPALDKELKAKGKSALMFNLQEPYFTWPLIAADGGYAFKYENGKYDIKDVGVDNAGAKAGLTFLVDLIKNKHMNADTDYSIAEAAFNKGETAMTINGPWAWSNIDTSKVNYGVTVLPTFKGQPSKPFVGVLSAGINAASPNKELAKEFLENYLLTDEGLEAVNKDKPLGAVALKSYEEELAKDPRIAATMENAQKGEIMPNIPQMSAFWYAVRTAVINAASGRQTVDEALKDAQTNSSSNNNNNNNNNNLGIEGRISEFENLYFQGHMTSKHAHDVCCTSRKEIREQTKRKNNGLILKTGRVNHQSHRPLVVIDDDSSM
	This paper

	ICD-mEGFP
	GST-TEV-ceHPO-30 ICD 229-279 – GGS2-mEGFP, GST tag removed by TEV cleavage
	pDK184
	MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDLVPRGSENLYFQGHMTSKHAHDVCCTSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSMGGSGGSMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTLKFICTTGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMPEGYVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIKVNFKIRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSTQSKLSKDPNEKRDHMVLKEKVTAAGITLGMDELYK
	This paper

	ICD
	MBP-TEV-ceHPO-30 ICD 229-279, MBP tag removed by TEV cleavage
	pDK092
	MKIEEGKLVIWINGDKGYNGLAEVGKKFEKDTGIKVTVEHPDKLEEKFPQVAATGDGPDIIFWAHDRFGGYAQSGLLAEITPDKAFQDKLYPFTWDAVRYNGKLIAYPIAVEALSLIYNKDLLPNPPKTWEEIPALDKELKAKGKSALMFNLQEPYFTWPLIAADGGYAFKYENGKYDIKDVGVDNAGAKAGLTFLVDLIKNKHMNADTDYSIAEAAFNKGETAMTINGPWAWSNIDTSKVNYGVTVLPTFKGQPSKPFVGVLSAGINAASPNKELAKEFLENYLLTDEGLEAVNKDKPLGAVALKSYEEELAKDPRIAATMENAQKGEIMPNIPQMSAFWYAVRTAVINAASGRQTVDEALKDAQTNSSSNNNNNNNNNNLGIEGRISEFENLYFQGHMTSKHAHDVCCTSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSM
	This paper

	DLC8-ICD
	DLC8-TEV-ceHPO-30 ICD 229-279-His6
	pDK268
	MSDRKAVIKNADMSEEMQQDAVDCATQALEKYNIEKDIAAYIKKEFDKKYNPTWHCIVGRNFGSYVTHETRHFIYFYLGQVAILLFKSGGSENLYFQGHMTSKHAHDVCCTSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSMHHHHHH
	This paper

	GB1-ICD
	GB1-thrombin-ceHPO-30 ICD 229-279-His6
	pDK239
	MQYKLALNGKTLKGETTTEAVDAATAEKVFKQYANDNGVDGEWTYDDATKTFTVTELVPRGSTSKHAHDVCCTSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSMHHHHHH
	This paper

	GB1-homoCC-ICD
	GB1-thrombin-homoCC-G-ceHPO-30 ICD 229-279-His6
	pDK336
	MQYKLALNGKTLKGETTTEAVDAATAEKVFKQYANDNGVDGEWTYDDATKTFTVTELVPRGSVKQLEDKVEELLSKNAHLENEVARLKKLVGTSKHAHDVCCTSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSMHHHHHH

	This paper (homoCC sequence from O’Shea et al., 1991)

	sumo-ICD
	His10-Sumo-GGS-ceHPO-30 ICD 229-279
	pDK219
	MGHHHHHHHHHHSSGHIEGRHMASMSDSEVNQEAKPEVKPEVKPETHINLKVSDGSSEIFFKIKKTTPLRRLMEAFAKRQGKEMDSLRFLYDGIRIQADQTPEDLDMEDNDIIEAHREQIGGSTSKHAHDVCCTSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSM
	This paper

	GB1-FKBP-ICD
	GB1- thrombin-FKBP-GGS3-ceHPO-30 ICD 229-279 – His6
	pDK264
	MQYKLALNGKTLKGETTTEAVDAATAEKVFKQYANDNGVDGEWTYDDATKTFTVTELVPRGSHMVQVETISPGDGRTFPKRGQTCVVHYTGMLEDGKKFDSSRDRNKPFKFMLGKQEVIRGWEEGVAQMSVGQRAKLTISPDYAYGATGHPGIIPPHATLVFDVELLKLEGGSGGSGGSMTSKHAHDVCCTSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSMHHHHHH
	This paper

	 GB1-FRB-ICD
	GB1- thrombin-FRB-GGS3-ceHPO-30 ICD 229-279 – His6
	pDK265
	MQYKLALNGKTLKGETTTEAVDAATAEKVFKQYANDNGVDGEWTYDDATKTFTVTELVPRGSHMELIRVAILWHEMWHEGLEEASRLYFGERNVKGMFEVLEPLHAMMERGPQTLKETSFNQAYGRDLMEAQEWCRKYMKSGNVKDLTQAWDLYYHVFRRISKQGGSGGSGGSMTSKHAHDVCCTSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSMHHHHHH
	This paper

	GB1-FKBP
	GB1- thrombin-FKBP-GGS3-His6
	pDK270
	MQYKLALNGKTLKGETTTEAVDAATAEKVFKQYANDNGVDGEWTYDDATKTFTVTELVPRGSHMVQVETISPGDGRTFPKRGQTCVVHYTGMLEDGKKFDSSRDRNKPFKFMLGKQEVIRGWEEGVAQMSVGQRAKLTISPDYAYGATGHPGIIPPHATLVFDVELLKLEGGSGGSGGSHHHHHH

	This paper

	GB1-FRB
	GB1- thrombin-FRB-GGS3-His6
	pDK271
	MQYKLALNGKTLKGETTTEAVDAATAEKVFKQYANDNGVDGEWTYDDATKTFTVTELVPRGSHMELIRVAILWHEMWHEGLEEASRLYFGERNVKGMFEVLEPLHAMMERGPQTLKETSFNQAYGRDLMEAQEWCRKYMKSGNVKDLTQAWDLYYHVFRRISKQGGSGGSGGSHHHHHH
	This paper

	GB1
	GB1-thrombin-His6
	pDK355
	MQYKLALNGKTLKGETTTEAVDAATAEKVFKQYANDNGVDGEWTYDDATKTFTVTELVPRGSLEHHHHHH
	This paper

	GB1-FKBP-ICD ∆5
	GB1- thrombin-FKBP-GGS3-ceHPO-30 ICD Ala 249-253– His6
	pDK274
	MQYKLALNGKTLKGETTTEAVDAATAEKVFKQYANDNGVDGEWTYDDATKTFTVTELVPRGSHMVQVETISPGDGRTFPKRGQTCVVHYTGMLEDGKKFDSSRDRNKPFKFMLGKQEVIRGWEEGVAQMSVGQRAKLTISPDYAYGATGHPGIIPPHATLVFDVELLKLEGGSGGSGGSMTSKHAHDVCCTSRKEYREQTAAAAAGLILKTGRVNHQSHRPFVVIDDDSSMHHHHHH
	This paper

	GB1-FRB-ICD ∆5
	GB1-FRB- thrombin-GGS3-ceHPO-30 ICD Ala 249-253– His6
	pDK275
	QYKLALNGKTLKGETTTEAVDAATAEKVFKQYANDNGVDGEWTYDDATKTFTVTELVPRGSHMELIRVAILWHEMWHEGLEEASRLYFGERNVKGMFEVLEPLHAMMERGPQTLKETSFNQAYGRDLMEAQEWCRKYMKSGNVKDLTQAWDLYYHVFRRISKQGGSGGSGGSMTSKHAHDVCCTSRKEYREQTAAAAAGLILKTGRVNHQSHRPFVVIDDDSSMHHHHHH
	This paper

	SNAP-FKBP-ICD
	SNAP-FKBP-GGS3-ceHPO-30 ICD 229-279-His6
	pDK283
	MDKDCEMKRTTLDSPLGKLELSGCEQGLHEIKLLGKGTSAADAVEVPAPAAVLGGPEPLMQATAWLNAYFHQPEAIEEFPVPALHHPVFQQESFTRQVLWKLLKVVKFGEVISYQQLAALAGNPAATAAVKTALSGNPVPILIPCHRVVSSSGAAGGYEGGLAVKEWLLAHEGHRLGKPGLGPAGIGAPGSMVQVETISPGDGRTFPKRGQTCVVHYTGMLEDGKKFDSSRDRNKPFKFMLGKQEVIRGWEEGVAQMSVGQRAKLTISPDYAYGATGHPGIIPPHATLVFDVELLKLEGGSGGSGGSMTSKHAHDVCCTSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSMHHHHHH
	https://www.addgene.org/101137/ and this paper

	SNAP-FKBP-ICD ∆1
	SNAP-FKBP-GGS3-ceHPO-30 ICD Ala 229-233-His6
	pDK312
	MDKDCEMKRTTLDSPLGKLELSGCEQGLHEIKLLGKGTSAADAVEVPAPAAVLGGPEPLMQATAWLNAYFHQPEAIEEFPVPALHHPVFQQESFTRQVLWKLLKVVKFGEVISYQQLAALAGNPAATAAVKTALSGNPVPILIPCHRVVSSSGAAGGYEGGLAVKEWLLAHEGHRLGKPGLGPAGIGAPGSMVQVETISPGDGRTFPKRGQTCVVHYTGMLEDGKKFDSSRDRNKPFKFMLGKQEVIRGWEEGVAQMSVGQRAKLTISPDYAYGATGHPGIIPPHATLVFDVELLKLEGGSGGSGGSMAAAAAHDVCCTSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSMHHHHHH
	https://www.addgene.org/101137/ and this paper

	SNAP-FKBP-ICD ∆2
	SNAP-FKBP-GGS3-ceHPO-30 ICD Ala 234-238-His6
	pDK313
	MDKDCEMKRTTLDSPLGKLELSGCEQGLHEIKLLGKGTSAADAVEVPAPAAVLGGPEPLMQATAWLNAYFHQPEAIEEFPVPALHHPVFQQESFTRQVLWKLLKVVKFGEVISYQQLAALAGNPAATAAVKTALSGNPVPILIPCHRVVSSSGAAGGYEGGLAVKEWLLAHEGHRLGKPGLGPAGIGAPGSMVQVETISPGDGRTFPKRGQTCVVHYTGMLEDGKKFDSSRDRNKPFKFMLGKQEVIRGWEEGVAQMSVGQRAKLTISPDYAYGATGHPGIIPPHATLVFDVELLKLEGGSGGSGGSMTSKHAAAAAATSRKEYREQTKWKNNGLILKTGRVNHQSHRPFVVIDDDSSMHHHHHH
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