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	MARV GP
	Q128S-N129S
	C226Y

	Helix
	18.15%
	19.46%
	19.28%

	Antiparallel
	13.66%
	12.95%
	13.03%

	Parallel
	12.10%
	11.78%
	11.85%

	Beta-Turn
	18.61%
	18.44%
	18.39%

	Rndm. Coil
	37.49%
	37.37%
	37.45%

	Total Sum
	100.00%
	100.00%
	100.00%



The parental MARV GP and mutants were purified and replaced by PBS ultra-filtration. The secondary structure of the protein was analyzed by Circular Dichroism.

