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Supplemental Table 1a

Sequences of oligonucleotide primers used in RT-qPCR and ChIP-qPCR measurements 
reported in this study


	Primersa
	Sequences (5’-3’)
	Reference

	FPrv0386RT
	GGCCCAGATCCTTACCTTTC
	This study

	RPrv0386RT
	TGTGCAGCACTTCCTGAGAC
	This study

	FPrv0891cRT
	TCAAACGGTACGAGGGTGAT
	This study

	RPrv0891cRT
	CACAACTGCATGACCCATTC
	This study

	FPrv1264RT
	CAGCTAGGCGAAGTGGTGTC
	This study

	RPrv1264RT
	GGGAAAGTTGTTGTCGGTGT
	This study

	FPrv1339RT
	CGCCGTTGGTTATCGACTTC
	This study

	RPrv1339RT
	AACAGTCGTCAATCTCCCCA
	This study

	FPrv1625cRT
	TGAATTTGCCCCACCGAATC
	This study

	RPrv1625cRT
	CAGCGCAATTGAAGGATCCA
	This study

	FPrv1647RT
	GCCCAAGATGCTGTGAAGTC
	This study

	RPrv1647RT
	AACTCACTTTGCGGGATCAG
	This study

	FPrv2488cRT
	TTGCTGTTGGCATCATGTCT
	This study

	RPrv2488cRT
	CTTCTGGGCATCATCTAGGC
	This study

	FPrv0805RT
	GCCGAACTACGCAAATTCTT
	This study

	RPrv0805RT
	ATCCAAAACACTCGGAATCG
	This study

	FPrv1357cRT
	TCCTCGTCTACCAGCCAATC
	This study

	RPrv1357cRT
	GAGACGTTGACGCTGACAAA
	This study

	FPrv2837cRT
	AGCAGGACCTTGATGGACAG
	This study

	RPrv2837cRT
	GTTCGACCTCCTTGAACACC
	This study

	FPphoPRT
	GCCTCAAGTTCCAGGGCTTT
	(Khan et al, 2022)

	RPphoPRT
	CCGGGCCCGATCCA
	(Khan et al., 2022)

	FPpks2RT
	GTTGTGGAAGGCGTTGTTAC 
	(Goyal et al, 2011)

	RPpks2RT
	GTCGTAGAACTCGTCGCAAT 
	(Goyal et al., 2011)

	FPmsl3RT
	GTGAAAACAAACTTCGGTCAC
	(Goyal et al., 2011)

	RPmsl3RT
	ACAAAGAGTTCAGTGTCAATCTCAG 
	(Goyal et al., 2011)

	FPlipFRT
	TAGTGGCCATCTCTCCGTTG
	(Bansal et al, 2017)

	RPlipFRT
	AGCGGCTCATAGAGGTCTTC
	(Bansal et al., 2017)

	FP16SrDNART
	CTGAGATACGGCCCAGACTC
	(Khan et al., 2022)

	RP16SrDNART
	[bookmark: _Hlk92877018]CGTCGATGGTGAAAGAGGTT
	(Khan et al., 2022)

	FPrv0805up
	CGGCGTTCTGGTATCTCG
	This study

	RPrv0805up
	TAAGAGAACGTAATCCGG
	This study



aFP, forward primer; RP, reverse primer



Supplemental Table 1b

Sequences of oligonucleotide primers for amplification and cloning, and plasmids used in this study
 
	Primersa
	Sequences (5’-3’)
	Reference

	FPrv0805start
	AATAATGATATCGTGCATAGACTT
	This study

	RPrv0805stop
	AATAATAAGCTTTCAGTCGACGGGA
	This study

	FPrv0805N97A
	TGGGTGATGGGTGCACACGACGACCG 
	This study

	RPrv0805N97A
	CGGTCGTCGTGTGCACCCATCACCCA 
	This study

	[image: ][image: ][image: ][image: ][image: ][image: ][image: ][image: ]FPphoPsg 
	GGGAGATCCAGCGCCTGTGCCCCG
	This Study

	[image: ][image: ][image: ][image: ]RPphoPsg
	AAACCGGGGCACAGGCGCTGGATC
	This Study

	FPrv0805sg
	GGGAGCTCGACCAGGCCTCGGAGC
	This Study

	[image: ][image: ][image: ][image: ][image: ][image: ]RPrv0805sg
	AAACGCTCCGAGGCCTGGTCGAGC
	This Study

	FPpRH2521seq
	AAACTCTAGAAATATTGGATCG
	This study

	RPpRH2521seq
	CCTAATGACCATGGTGACCTC
	This study

	Plasmids
	
	

	p19Kprob
	Mycobacteria expression vector, Hygr 
	(De Smet et al, 1999)

	p19Kpro-phoP
	His6-tagged PhoP residues 1-247 cloned in p19Kpro
	(Anil Kumar et al, 2016)

	p19Kpro-phoP(FLAG)
	FLAG-tagged PhoP residues1-247 cloned in p19Kpro
	This study

	pSTKic
	Integrative mycobacterial expression vector, Kanrc
	(Parikh et al, 2013)

	pSTKi-pde 
	PDE (rv0805) residues 1-957 cloned in pSTKi
	This study

	pSTKi-pdeM 
	PDE (rv0805M) Asn-97 codon mutated to Ala in pSTKi-pdeM
	This study

	pRH2502
	Integrative mycobacterial expression vector, Kanr, c
	(Singh et al, 2016)

	pRH2521
	Episomal expression vector, Hygr,b
	(Singh et al., 2016)

	pRH2521-phoPsg
	pRH2521 vector expressing phoP guide RNA, Hygr,b
	This study

	pRH2521-rv0805sg
	pRH2521 vector expressing rv0805 guide RNA, Hygr,b
	This study



aFP, forward primer; RP, reverse primer; 
b hygromycin resistance (Hygr)
c kanamycin resistance (Kanr)
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