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[bookmark: _hi1dskpp3hkx][bookmark: _wqz4ufxa962y][bookmark: _onv7s8vf5ght]Table 1: List of biological networks from Biomodels used in this study. The resulting database includes 30 biological networks (one row per network) and a total of 432 systems, which is defined as a (GRN model, behavior space (Z)) tuple and where the pairs of observed nodes (used as behavior spaces) per network are given in the last column.  Please note that we let the following chemical species evolve in time, despite being labeled as "constant" or "boundary" species in the original SBML models: model #262: ['EGF', 'pro_EGFR'], model #284: ['X', 'Y', 'Z'], model #37: ['Gluc'], model #263: ['NGF', 'pro_TrkA'], model #454: ['y1', 'y2', 'y3', 'y4', 'y5'], model #455: ['y1', 'y2', 'y3', 'y4', 'y5', 'y6'], model #459: ['IPTG'], model #461: ['IPTG'], model #624: ['X1'].
