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Figure 3 —figure supplement 1 Comparison of HDX of (myr+)MAPP and (myr-)MAPP
wild types.

The butterfly plot shows the HDX differences between WT (myr+)MAPP and WT (myr-
)MAPP over the time (see also Figure 3 —source data 1). Peptides with significant differences
in HDX are arranged according to their positions in MAPP. Confidence threshold (Closy) is

displayed as a dotted black line. The value of confidence threshold was calculated as + 0.410
Da.



