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Cluster Name Proteins in Cluste g p in Cluster og q-value in Cluster

JAPOA1, APOA2, APOC3, CD36, CPT1A, DBI, FABP3, HMGCS2,
LPL, ADIPOQ, SLC27A1, PLINS, APOB, APOD, APOH, NPC1,
PPAR Signaling Pathway 34 PMP2, SLC4A1, UCP3, VAPA, PLIN3, ANO6, ATP1A1, BMPS, -13.56091386 -9.212355896
F2, FMO2, PDK4, ABHDS, STOM, FTL, MFGES, ANKRD1,
GPAM, SLC16A1
APOAL, APOA2, APOB, APOC3, APOH, CD36, LPL, NPCL,
VAPB, VAPA, CAV3, CPT1A, LIPE, TNXB, GPAM, BCL2L1, DBI,
Cholesterol Metabolism 40 FABP3, HMGCS2, PON1, ADIPOQ, EHD4, ACAD11, SLC27A1, -12.32418659 -8.452749875
PLIN3, ABHDS, PLINS, PCYT1A, ACSS1, A2M, PLBD1, COL3AL,
FTL, SLC16A1, SLC4A1, ANO6, LDHB, F2, ATP1A1, BMPS
CAV3, CD36, COL3A1, COL12A1, DPT, EMP2, KRT1, KRT6A,
KRT15, KRT16, LUM, MYH7, MYL2, NEFH, CLIP1, SPTAL,
Supramolecular Fiber Organization 36 [TNNT1, TNXB, TPM3, CSRP3, ANKRD1, MYOZ2, CORO6, CD9)| -12.19731899 -8.450821016
BVES, POPDC2, TMEM182, ATP2A2, ATP1AL, CAVINS,
BCL2L1, LAMA2, S100A6, PGRMC1, RCC1, CIRBP
ATPI1AL, ATP1B1, ATP2A2, CASQ2, CAV3, MYH7, MYL2,
MVYL3, TNNC1, TNNI1, TNNTL, TPM3, SLMAP, CSRP3, SMPX,
IANKRD2, MYOZ2, ATP1B3, ATP1B4, BVES, POPDC2, COL3AL,
LAMA2, ANKRD1, TMEM182, CD9, APOA1, APOA2, EMP2, -11.70561587 -8.056027907
ADIPOQ, BMPS, CD36, KNG1, SLC16A1, SLC27A1, FBN1,
KRT6A, KRT16
JAPOAL, APOAZ, APOB, ATP1B1, ATP2A2, BCL2L1, CAV3, DY,
CD36, RCC1, EMP2, NPCL, PMP2, SLC4AL, SPTAL, REEPS,
CSRP3, VAPB, VAPA, SNAP29, GOSR2, PDCD6, AKAPSL, -11.28272484 -7.837256866

SH3GLB1, ANO6, RETREG1, TANGO2

Muscle System Process 38

Membrane Organization 27
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PFKFBL, PFKM, PHKAL, PHKB, PHKG1, PKM, PRKAA2,
Glucagon Signaling Pathway 16 PRKAB2, PYGM, PRKAG3, SLC37A4, MLEC, ATP2B2, PLCD4, -14.73929401 -10.39178836
MYLK4, PRKRA
PRKAA2, PRKAB2, PRKAG3, PFKFBL, PFKM, CAPN3, SLC37A4]
PRKAA2-PRKAB2-PRKAG3 Complex| 17 GLUL, CARNS1, PKM, ACSF2, PYGM, MYLK4, ACTN3, CETN2, -8.371467286 -4.927051624
TUBB, BAG2
Glycolytic Process 7 PFKFB1, PFKM, PKM, PRKAG3, PYGM, SLC37A4, PHKG1 -6.068365991 -2.924980325
. ) . ) GLUL, PFKM, PKM, GPT2, CARNS1, CARNMTL, EIF1AX,
Biosynthesis of Amino Acids 9 'ACSF2, NAPEPLD -5.132744188 -2.127661219
Skeletal System Morphogenesis 8 ACTN, ATPLE2, ATERO2, M BP e SCNTIA, VLS, -4.647240049 -1.804884378





