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Cluster Name Protein Number Proteins in Cluster Log p in Cluster g g-value in Cluster

) ) CD63, CTSZ, FTL, GRN, GYG1, LAMP2,LGALS3, PECAML,
Neutrophil Degranulation 12 PYGL,ATPSAT RETN, TXNDCS -7.319131447 -2.970573481
BAGL, NQO1, GFPTL, H1-3, H1-5, H2AX, HMOXL, HSPA2,
Cellular responses to Stress 18 MEL1, P4HB, PSME2, SHC1, TERF2IP, TUBBS, FTL, PDK4, -6.648782452 -2.601254483
ANKRD1, GCC1L
- : 'APOE, CDS, GRN, HMGB3, HMOX1, LGALS3, PRNP, GPNM,
Negative RnguI.atlon of Cell 19 A2M, APCS, FBN1, TKFC, NQO1, CDH13, PECAM1, AKAP12, -6.15425146 -2.28281475
Activation ATP8AT, SKIL, ANKRD1
Platelet Degranulation 9 AN, €03, CDB3, LAMP2, PECA, TEX264, SHCL, TUBSS, -5.414232338 -1.743752599
] ; AKR1B1, GYG1, PYGL, ME1, PDK4, TPD52L2, TKFC, NAGK,
Disorders of Galactose Metabolism) 12 HMMR, AGRN, GFPT1, SDHAFA -5.048872489 -1.617330007
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MRPLA49, MRPL58, TUFM, MRPL28, MRPL3, MRPS27,
MRPS18B, MRPL4, MRPL30, MRPL39, MRPL50, MRPL16,
PTCD3, MRPS22, MRPS25, MRPS26, MRPS15, MRPS9,
MRPLA41, MRPL38, MRPL32, MRPL1, MRPL44, MRPL57,
MRPL24, GFM1, MRPLS3, MTIF3, MRPL45, ABCF1, ACACB,
TPP1, ACSL, GLUL, MGST2, MMUT, OAT, ALDH4AL, AASS,
MLYCD, ACSMS, PARL, MCCC1, CARNS1, CARNMT1, ACSF3,
PPAL
COX7A2, ENDOG, HSPAY, TMEM11, TOMM?70, DNMLL,
TIMM44, PRDX3, TRAK1, CLUH, COA3, ACADY, STOML2,
Mitochondrion Organization 28 FIS1, NDUFAF1, ECSIT, DMAC2, PARL, TMEM126B, ATPAF1, -21.30312098 -18.13065427
FUNDC2, NDUFAFS, GRPEL1, MAP1LC3A, PYROXD2,
TIMMS50, DNLZ, UQCC6
ABAT, ACACB, ACADSB, ACOX1, ACSLL, LPL, ME2, MMUT,
PC, ACOX3, MLYCD, ACOT11, ACAD9, ACSM5, ECHDC2,
Organic Acid Catabolic Process 37 DHTKD1, MCCC1, PTGES2, ACSF3, GLUL, MGST2, OAT, AASS,) -10.54255003 -7.516211358
CARNS1, PCBD2, FDXR, HSPA9, MPST, SUOX, TST, ARSA,
CTSA, NCOR2, SAR1B, ALDH1L1, STOML2, ALDHEAL
ABAT, ACACB, ACADSB, ACOX1, ACSLL, LPL, ME2, MMUT,
PC, ACOX3, MLYCD, ACOT11, ACAD9, ACSM5, ECHDC2,
37 DHTKD1, MCCC1, PTGES2, ACSF3, GLUL, MGST2, OAT, AASS,) -10.54255003 -7.516211358
Process CARNS1, PCBD2, FDXR, HSPA9, MPST, SUOX, TST, ARSA,

CTSA, NCOR2, SAR1B, ALDH1L1, STOML2, ALDHEAL

The Citric Acid (TCA) Cycle and 13 GSTZ1, ME2, PDK3, TRAP1, ACAD9, NDUFAF1, ECSIT, PDP1,
Respiratory Electron Transport PDPR, TMEM126B, NDUFAFS, D2HGDH, SIRT3

Mitochondrial Translation 47 -41.45005583 -37.10149786

Monocarboxylic Acid Metabolic

-9.730910623 -6.7625639





