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PTBP2 1 MDGIVTEVAVGVKRGSDELLSGSVL. T KKFKGEDKMDGAPSRV
MDGIV ++AVG ‘KRGSDEL *S - "V *+ P+ -5+ - - ‘ANGNDSKKFKG+ ‘+ - -G -PSRV
PTBP1 1 MDGIVPDIAVGTKRGSDELFSTCVTNGPFIMSSNSASAANGNDSKKFKGDSRSAGVPSRV
RRM1
PTBP2 61  LHIRKLPGEVIETEVIALGLPFGKVINILMLKGKNQAFLELATEEAAITMVNYYSAVTPH
+HIRKLP ‘+VTE ‘EVI+LGLPFGKVTN+LMLKGKNQAF+E+ ‘TEEAA -TMVNYY++VTP -
PTBP1 61  IHIRKLPIDVTEGEVISLGLPFGKVINLLMLKGKNOAFIEMNTEEAANTMVNYYTSVTRV
PTBP2 121 LRNQPIYIQYSNHKELKTDNTLNORAQAVLOA-VTAVOTAN--TPLSGITVSESAVIPAQ
LR -QPIYIQ+SNHKELKTD++ -NQ - - - - - - - -+ Vo 4VQE N S Ve Q
PTBP1 121 LRGQPIYIQFSNHKELKTDSSPNQAR LQAVNSVQSGNLAL D
RRM2
PTBP2 178 SPBVLRITIDNMYYPVTLDVLHQIFSKFGAVLKIITFTKNNQFQALLQYGDPVNAQOAKLA
SPVLRII++N++YPVTLDVLHQIFSKFG ‘VLKIITFTKNNQFQALLQY -DPV+AQ -AKL+
PTBP1 181 SPVLRIIVENLFYPVTLDVLHQIFSKFGTVLKIITFTKNNQFQALLQYADPVSAQHAKLS
PTBP2 238 |[LDGONIENACCTLRIDFSKLUNLNVKYNNDKSRDYTRPDLPSGDGOPALDPATARAFAKE
LDGONTYNACCTLRIDFSKL *+LNVKYNNDKSRDYTREDLPSGD -QP+LD « +AAAF * - -
PTBP1 241 LDGONIENACCTLRIDFSKLTSLNVKYNNDKSRDYTREDLPSGDSQPSLDQTMAAAFGAP
PTBP2 298 TSLLAVP--GALSB--LAIPNAAAAAAAAAAGRVGMP- -GVSAG
4 BD--GA- D AIPBR-b-- -+ Gobe G-
PTBP1 301 GIISASPYAGAGFPPTFAIPQAAGLSVPNVHGALAPLAIPSAAAAAAAAGRIAIPGLAGA
RRM3
PTBP2 336 GNTVLLVSNLNEEMVTPQSLETLFGVYGDVORVKILYNKKDSALIQMADGNOSQLAMNHL
GN+VLLVSNLN *E -VTPQSLE - LEGVYGDVORVKIL+NKK++AL+QMADGNO+OLAM+HL
PTBP1 361 GNSVLL' TPQSLFILFGVYGDVQRVKILFNKKENALVQMADGNQAQLAMSHL
PTBP2 396 NGOKMYGKIIRVILSKHOTVOLPREGLDDOGLTKDEGNSPLHRFKKPGSKNFONIFPBSA
NG ‘K++GK * IR+TLSKHQ ‘VQLPREG * +DQGLTKD+GNS PLHRFKKPGSKNFONIFPRSA
PTBP1 421 NGHKLHGKPIRITLSKHONVQOLPREGQEDQGLTKDYGNSPLHRFKKPGSKNFQNIFPPSA
RRM4
PTBP2 456 TLHLSNIPPSVAEEDLRTLFANTGGTVKAFKFFQ-DHKMALLOMATVEEAIQALIDLHNY
TLHLSNIPPSV+EEDL+ ‘LF++ GG ‘VK FKFFQ D *KMAL+QM -+VEEA+QALIDLHN+
PTBP1 481 TLHLSNIPPSVSEEDLKVLFSSNGGVVKGFKFFQKDRKMALIQMGSVEEAVQALIDLENE
PTBP2 515 NLGENHHLRVSFSKSTI 531
+LGENHHLRVSFSKSTI
PTBP1 541 DLGENHHLRVSESKSTI 557

Log-odds
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