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	Samples
	Total reads
	Mapped reads
	Unique Mapping rate (%)
	Mean Sequencing Depth
	Conversion Rate (%)

	CD1
	102971225
	33856938
	32.88
	2.46
	99.449

	CD2
	99413634
	37359643
	37.58
	2.69
	99.458

	HFD1
	87762792
	32867165
	37.45
	2.48
	99.477

	HFD2
	85697050
	31613641
	36.89
	2.45
	99.489

	HFD3
	104081620
	35991424
	34.58
	2.75
	99.501



