Clusters

A) Merged paralogs:

Fit to Heap’s law: Intercept alpha
117.6233 2
Genome Fluidity: Mean Std

0.008487286 0.003941261
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Clusters

B) Unmerged:

Fit to Heap’s law: Intercept alpha
105.10826 1.548288

Genome Fluidity: Mean Std
0.008819889 0.004459309
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Clusters

C) Pangraph:

Fit to Heap’s law:

Genome Fluidity:
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