Supplementary File 1
List of mathematical functions explored to model ribosome demand


mRNAprev - Number of mRNA molecules at the previous time-point during simulation
mRNAcurr   - Number of mRNA molecules present at the present time-point during simulation
riboprev   - Number of ribosomes that were bound to mRNA molecules at the previous time-point during simulation 
ribocurr   - Number of ribosomes that are bound to mRNA molecules at the current time-point during simulation 

tlinitrbase – The basal translation initiation rate  
tlinitrcurr   - the translation initiation rate at the current time-point during simulation
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